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( H , 510080)
s PCR-SSP HLA-DR ,
(PCRSSP) . 22 DNA 23
DNA HLA-DR . 94 C,30 558 C,30s 30 . DNA
. 100%%, , .
/  ; HLADR  / ;
R 617
HIA-DR @ . :
B- , , B- 0.5 mL EDTA . 0.5mL I
DR B- [ 10 mmol/ L Tris— HCl (pH7. 6), 10 mmol/ L
DRB . 10 mmol/ L B 16LNP—40 ;3
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N (PCR- 20°0) DNA, 70% 1, 5 min;
SSP) HLA-DRB1. DRB3. DRB4 . 100 1 DNA. 60 C. 20 min.
- DNA
1.3
1 MHE7* HLA-DRB
2, Olerup 1,
1.1 DNA DNA (ABI 391A ) C D.
HLA-DBBI .DRB3  DRB4 1.4 PCR
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200 Hmol/ L( h Taq 1.0 U DNA 0. . 10 #L, 20
1 Pg; :94 C 30558 C,30s 30 , , 20 min,
1
(primer) D
( /bp)
DRI1 P1P2 255 DRB1 *0101— DRBI1 *0103
P1P6 255
DRI15 P3P4 197 DRB1 *1501— DRBI *1502
DRI16 P5P7 214 DRB1 *1601— DRBI * 1602
DR3 P8P11 151 DRB1 *0301— DRBI1 *0302
DR17 P10P6 217 DRB1 *0301
DR18 pP8pP2 189 DRB1 *0302, DRBI *1302
DRB1 *1305, DRBI * 1402
DRB1 * 1403
DR4 P12P2 260 DRB1 *0401— DRBI1 *0411
P12P6 260
DR7 P13P15 232 DRB1 *0701— DRB1 *0702
DR8 P14P16 214 DRB1 *0801— DRBI *0802
DR9 PoP17 236 DRB1 *0901
DR10 P18P31 207 DRB1 *1001
DRI1 P19P20 176 DRB1 *1101— DRBI *1104
DRI12 P14P21 248 DRB1 *1201— 1202
DR13. P8P22 130 DRB1 *1301— DRBI1 *1302
DR13. P19P23 171 DRB1 *1303— DRBI * 1304
DR14. P19P24 224 DRB1 * 1401, DRBI * 1404
pl4pP24 215 DRB1 * 1405
DR14. P8P25 142 DRB1 *1305, DRBI * 1402
DRB1 * 1406
DR52. P26P27 177 DRB3 *0101, DRB3 *0301
52. P29P30 172 DRB3 *0202
DRS53 P28P6 213 DRB4 *0101
D *
DNA . 23 DNA
2 4% 2 , C 2, ImL
EDTA .
)1 2.2
22 HIA DRB DNA  PCRSSP 2 DNA PCRSSP 1
. — NP— 40
D » DNA DNA PCR-SSP
10, HLA:DR . ; ’
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2 DNA
A: ., 38 , DRI12.DRS52 ; B:
(408 bp); N (negative, )
T

3.1 PCR-SSP

MHC s
HLA-DR

HLA-DR

(56

DRS8, DRY; M, 1~9 P M (
), DR10, DR11, DR12, DR13— 1, DR13— 2, DR14— L,

DR14— 2, DR52, DR53, P ( . 408 bp). 2%

2.3
; DR52
DR53
, DR11, DR12, DR13, DR14 DR17 DRI8
DR52 ; DR4 DR7, DR9
DRS53
2.4
2.5 h, : NP— 40
DNA 60 min( - :14~16 h,
DNA ), PCR

65 min, 25 min.

L LR T LT iwlﬂl“

g P

HLA DR
38 ., DR8.DRI12.DR52 ; P
Mytilineos 1 14 000 HLA-DR
’ 25 %, 27.6%.
DNA —

(PCR-RFLP).
(PCR-SSO). PCR-

SSCP s

’

Olerup PCR-SSP N
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A METHOD FOR THE RAPID HLA-DR TYPING WITH PCR-SSP

W ang Xiaobo Chen Guihua Zheng Keli

(Department of Surgery, First Affiliated Hospital, Sun Yat-sen
University of medical Sciences, Guangzhou, 510080)

Genotyping for HLA-DR alleles by polymerase chain reaction with sequence-specific primer(PCR-SSP) was car-
ried out in 23 individuals of donorrecipients for organ transplantation and 22 standard cell line DNA. Twenty sepa-
rate PCR reactions were performed per sample. Genomic DN A from leukocytes was extracted by a rapid procedure
(NP—40 Method). The amplification w as accomplished by 30 cydes consisting of denaturation at 94 C for 30 s
annealing and extension at 58 ‘C for 30 s. HLA-DR allles could be accurately distinguished. The overall time of
genotyping was only 2.5 h. The specificity of matching was determined with 22 standard cell line DNA. No false
positive or false negative typing results were obtained. These results showed that genotyping by PCR-SSP is a rapid
and accurate matching technique, suitable for clinical practice.

Subject headings poly merase chain reaction/ methods HLA-DR antigens/ geneticss genotype



